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$2X259 Light chain $2X259 Heavy chain
$96 Y34 D35 D110 M57 Y104 W107 M54 Y105

Y380 F377 Y369
SARS-CoV-2 RBD

“This will change medicine. It will change
research. It will change bioengineering. It

will change everything”

Andrei Lupas, Max Planck Institute for Developmental Biology,
Germany

ComerayiicTbl  KOMIIAHMU  Deepmind  yCIEIITHO
IIPUMEHWIN OCOOBIM THII HeHWpOoCeTed 1 TOYHOIO

IpefCKa3aHusd TpPeXMePHOM CTPYKTYpPhl OEJIKOBBIX
MOJIEKYJI ~Ha  OCHOBE  HMX  aMHHOKHCJIOTHOM
I10CJIeZI0BAaTEJIbHOCTHU 150)05| HYKJIEOTHUTHOM

II0C/aaeJ0BaATE/JIbHOCTH KOOI PYIOIIIKX I'eHOB.

IIporpamma AlphaFold ucnoab3yer HeipOHHBIE CETU
JUIs  BBISABJIEHUA KOPPEJISIMN aMHHOKHCJIOTHBIX
II0CJIe/IOBAaTEIbHOCTEN U CTPYKTYphl OesikoB. OHa
MOKET OIIPEJIEJINTh CTPYKTYypy Oejika 3a MUHYTHI.
TpagunuoHHbIE METO/IbI - pEHTIeHOBCKAas
KpucTajiorpadus TN KPHO3JEKTPOHHAsI
MHUKPOCKOIIHA — 3aHUMAIOT TO/bI.
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KonuyecTtBo komOuHauum 20 ammHOKMcNOT cocTtaBngaeTt 20390, O3T1o bonbLie,
YeM eCInn B3SITb YMCMO BCEX IOEN, XUBLUMX Korga-nmbo, YMHOXWUTb Ha
KONMUYECTBO MECYMHOK Ha 3emne U YMHOXWUTb Ha KONMMYeCcTBO aTOMOB BO
BceneHHown.



| Caiirbl 3ATPY3KA [JAHHbIX MM6KocTb,
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Trends in Biochemical Sciences
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moaenuposaHue in silico
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moaenunposaHue in silico
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(A2T255) 2045-2054 A. albopictus hab. suitability map
| ' :

PACITPOCTPAHEHUE KEJITOJIMXOPAJIOUHOTO |

N ASATCKOI'O TUTPOBOI'O KOMAPOB

-1p0

Habitat suitability
I Not suitable for either Ae. Aegypti or Ae. Albopictus
» " Suitable for only Ae. aegypti

B Suitable for only Ae. albopictus
I Suitable for both Ae. aegypti and Ae. albopictus

EBPOIIA: ITIPOI'HO3 HA
2045 I'O/],




BUPYCHASA KOJUIEKIIUA YKEJITOJINXOPAJIOYHOI'O

N ASUATCKOI'O TUT'POBOI'O KOMAPOB
(AEDES AEGYPTI & AEDES ALBOPICTUS)
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BUPYCJIA KPOCC  JI’DKEMCTAYH KAHBOH CUHJBUC JKEJITAA JINXOPAJTKA JINXOPAJTKA
BUPYC PEKI/I POC C SAITAJTHOI'O HUJIA

OPOIIVUE BUPYCTETA JINXOPAJTKA ATTOHCKHUU CEHT-JIVHUC
JIOJIMHBI PUDTA OHIEDAJIUT

YUKYHI'YHbA BOCTOYHBIU

KOHCKU QHIEQAJTAT

YART NS SN NSNS NS %N\%N\ VAN S N

KEMCTOYH BUPYC CAH AHJI?KEJIO

TPUBUTTATYC HOJTAMYPA TEHCOY BUPYC
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META'I/IMMyHHAH MpousBoAacTBEHHbI MOAYb
CUCTEMA =

BuopeakTopbl, Xxpomatorpadus,
npoussoacteo NP

NABOPATOPUUN
PaspaboTtka 1 ontTumusauymsa
KNeTOK-NpoAyLeHTOB

AHANTUTUMECKUNA LEHTP
Pacuet cTpykTyp mAb,

R, A . Mpon3BoACcTBEHHbIA MOAYNb

BuopeakTopbl, XxpomaTtorpadums,
npoussoacTeo /1P

ba3a reHeTUUYeCKUx
OaHHbIX

Mpou3ssoacTBEHHbIM

KnetouHble 6aHKU

darosble 6U6nMOTEKM moaynb
i ¥ w3
OnbITHbI o iT;"}r
NPOU3BOACTBEHHbIN
moaynb buopeakTopbl,
om0 || Xpomartorpadus
T
KnetouHblie 6aHKun f
«HA YepHDbIN AeHb» BuopeakTopbl,
Xpomartorpadwms,
pa3paboTKa TeXHMYEeCKUx
pernameHToB

KoHTpaKTtHble npoussoacrea 1P

Jlornctuka

XonopoBas uyenb

KNAnHuKun
Ambynatopum
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AnTeKn,
MH}Y3UOHHbIE
LEeHTpbI,
poboTbi






MHWPOBOHM PBIHOK MOHOKJIOHAJIBHBIX AHTUTEJI

Tol Bilen
Caplactzumab (Cabllvil: anti-AWF for acquired aTTP in 2025
Romosozumab (Evenity]: anli-Scerostin for setesparosis 4
L3 I
Munnuma pAoB Aons1apoB 160 4 Burcaumab (Crysvita): ani-FEF2S for XLH !
Iballzumab (Trogarzol: anti-C04 for HIV infection !
150 4 Erenumab (Almevlgl: ani-CORFA lor rigraie pravention | 4 1180
1 E I:I . I:I Rituximab {Rituxan}: i-'
140 A an-COR0 Tor Mon-Hodgkin kmphoma A b ) 1
tezollzumab (Tecentrig): ami-F-11 for nladdar cancer
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1 4 |:| |:| 130 i AAHCIIS for mullipls " Reslizumab (Cingaero, Cingalr): ant-IL-E lor asthma '
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Pembralizumal (Keytrudak ami-FD-1 for malamoms
Hivalumab [Opdiva): ami-P0-1 for malanoma & NSCLC
Ramucirumab [Cyramza): anti-VEGFRZ for G0
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100 pressantion of biood clols
E in angiaplasty Ipliimumak (Yervoy): anti-CTLA-4 for metastatic malanama Avalumab [Bavencio):
Breniusimals vedolin {Adcelrisk s e
90 4 ana-C0E0 for Hoogkin lymiphoma, systemiz ALCL Durvalumal (Imfinzi):

arti-PO-L1 for bladder cancer
Brodalumab (Silig, Lumicef):
antiIL-17R for plaque pscriasis
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Muromonab-C
m"hﬁmmpnhjc Ustekinumab (Stelara): anti-IL-1223
Anli-CD3 for kidney for Paariass
ransplantation
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— Panftumumab (Vectlblx):

anli-EGFR for CRG
Imm“"'m“.h Raniblzumab {Lucantis):
(Heroaptin): anl-VEGF-A for Macular

daganaration

Necitumumab (Portrzzak anti-EEFH for NSCLC
Dimutuximab (Unitugin): ani-GO0Z lor neurcblasioma
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Perfuzumab (Perjeta): arl-HEFE for BO
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Infliximab

[Remicade):
arti-THF far

Denasumab (Prolla): arfi-AANKL for bona loss
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Eeullzumab [Sollrls): amti-C5 for Paroxyamal nocturnal hamaglobnuria

Cahi's diseass
|:| . Bovaclzumab {Avasting: anti-VEGF for CAC; Cotuximabs (Erbhux): anti-EGFR for CRE
10 1 Omalizumat: (Xelalr): ani-igE ter asthima I
04 1

Adalimumab (Humira): anti-THFa lor AA |

Year

www.grandviewresearch.com/industry-analysis/monoclonal- B 2025 roay - 300 mipA foJ1mapos

antibodies-market
jbiomedsci.biomedcentral.com/articles/10.1186/s12929-

019-0592-z

B 2030 roagy MUpOBOH PHIHOK MOHOKJIOHAJBHBIX aHTUTEJ AocTUrHeT 390 MuinapaoB A0/7IapOB
¢ IMHAMUKOM pocTa 10.2% (2021-2030) www.alliedmarketresearch.com/monoclonal-antibodies-market-A11789



;

il

iy

Tyr, Rsp, Gin, Pro

NMDA

N (antagonist)

—b AMPA

&dirict activat

SERT (inhibitor)
®

N\D“\A D

1 Neuroplasticity
1 Dendritic spines
A formation

Cortisol
1Vasopressin
Oxytocin

TSociability
PTSD

1 Social anxiety

°. DAT (inhibitor)

%.’ NET (inhibitor)

.

S

Nucleus
Accumbens

[\

LAlcohol use disorder

Depression
TAssociative learning
tAggression

1 EGR1
TEGR2
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| Depression
TAssociative learning

5HT1A
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p-Endorphin ?{d
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1
®

5HT2A ﬁagonistg
agonist
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Prefrontal

A-\“/entr‘ ‘
Tegmental
Area

5HT2A (partial agonist)
5HT2C (agonist)
5HT2B (partial agonist)
SHT1A (agonist)
D1 (agonist)

D2 (partial agonist)
D4 (agonist)

5HT2A (agonist)
5HT1A (agonist]
5HT2C (agonist
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DRUG-RESISTANT

NEISSERIA GONORRHOEAE

188,60
E ﬁ 11,480 7%

246,000 0000 **
y
DRUG-RESISTANT

ooe 24

Ecnu nHdekuumn Henb3Aa OyaeT nobopoTb
C NOMOLLbI aHTUOMOTNKOB, HE
NMOMOIYT u gpyrne meguumMHCKue

TEXHONOIMu
DRUG-RESISTANT

DRUG-RESISTANT
CAMPYLOBACTER
INFECTIONS

PER YEAR

SJKCNOHeHUNanbHbIN POCT NPAMbIX

3aTpaT Ha 3paBooOXpaHeHuUe no
npuynHe.

ﬁ1 300,000 00 £120

ReaD,. AGINETOBAGTIEH
_ * Q"\

b .l 2
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THRSEM LE& e e e e 6 AT LEAST THREE DIFFERENT CLASSES BIOTICS i
M'd sustas o

RESISTANT ACINETOBACTER INFECTIONS

+ Oonee ANUTENbHOro UNKU
Aoporocrosiiero ne4vyeHusA

+ Oonee gnutenbHoOro nepunona
ﬂp&ﬁblBaHHH B CTalUOHape

* OOMOSIHUTElNbHbIX NOCeLeHUn Bpaqeﬁ




Al AHTUBUOTUKWA

Experimental | Representation ; Machine Learning | Predictions and
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751

zv_H

4gzv_H (13 %)
pLDDT: 81.4

1068
3ct7_A (28%)
pLDDT: 90.2

4266
*3P9C_A (17%, 66aa)

pLDDT: 72.5

4307

3QRC_B (18 %)

486

2HIY_B (23.2 %)

pLDDT: 70.4

pLDDT: 94.8

@

» g: Small proteins

@® e: Multi-domain proteins

® c: (a/B) proteins

® a: All alpha proteins
b All beta proteins

© f: Membrane/cell surface proteins

@® d:(a+ p)proteins



MALUNHbI

WHTEJINERT HOMO SAPIENCE

2019 2020 2022 2023 2024 2025



estimated additional revenue/ shifting
revenue driven by Al in three years
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